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1 <110> 
2 

3 <120> 
organisms 

4 <130> 

5 <140> 
C--> 6 <141> 

7 <150> 

8 <151> 

9 <150> 

10 <151> 

11 <160> 

12 <170> 

14 <210> 

15 <211> 

16 <212> 

17 <213> 

18 <220> 

19 <223> 
W--> 20 <221> 

21 <222> 

22 <223> 
W--> 23 <221> 

24 <222> 

25 <223> 
W--> 26 <221> 

27 <222> 

28 <223> 
W--> 29 <221> 

30 <222> 

31 <223> 
W--> 32 <400> 

33 

34 

35 

36 
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38 
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VIRTA, Marko 

TITLE OF INVENTION: A Method to Enable Assessment of Growth and Death of Micro- 
FILE REFERENCE: 2328-124 

CURRENT APPLICATION NUMBER: US/09/980 , 585A 
CURRENT FILING DATE: 2000-06-07 
PRIOR APPLICATION NUMBER: PCT/FI00/00507 
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NUMBER OF SEQ ID NOS : 4 
SOFTWARE: Patentln version 3.0 
SEQ ID NO: 1 
LENGTH: 5051 
TYPE : DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: pGFP+Luc* plasmid 
NAME/KEY: promoter 
LOCATION: (95) . . (199) 
OTHER INFORMATION: lac promoter 
gene 

LOCATION: ( 289 )..( 1005 ) 

OTHER INFORMATION: Coding sequence for GFP 
gene 

LOCATION: ( 1044 )..( 2693 ) 

OTHER INFORMATION: coding sequence for firefly lucif erase 
gene 

LOCATION: (3251) . . (4108) 

OTHER INFORMATION: coding sequence for beta- lactamase 
1 

agcgcccaat acgcaaaccg cctctccccg cgcgttggcc 
acgacaggtt tcccgactgg aaagcgggca gtgagcgcaa 
tcactcatta ggcaccccag gctttacact ttatgcttcc 
ttgtgagcgg ataacaattt cacacaggaa acagctatga 
catgcctgca ggtcgactct agaggatccc cgggtaccgg 
ggcgaggagc tgttcaccgg ggtggtgccc atcctggtcg 
ggccacaagt tcagcgtgtc cggcgagggc gagggcgatg 

ctgaagttca tctgcaccac cggcaagctg cccgtgccct ggcccaccct cgtgaccacc 
ctgacctacg gcgtgcagtg cttcagccgc taccccgacc acatgaagca gcacgacttc 
ttcaagtccg ccatgcccga aggctacgtc caggagcgca ccatcttctt caaggacgac 
ggcaactaca agacccgcgc cgaggtgaag ttcgagggcg acaccctggt gaaccgcatc 
gagctgaagg gcatcgactt caaggaggac ggcaacatcc tggggcacaa gctggagtac 



gattcattaa tgcagctggc 
cgcaattaat gtgagttagc 
ggctcgtatg ttgtgtggaa 
ccatgattac gccaagcttg 
tcgccaccat ggtgagcaag 
agctggacgg cgacgtaaac 
ccacctacgg caagctgacc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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720 
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45 aactacaaca gccacaacgt ctatatcatg gccgacaagc agaagaacgg catcaaggtg 780 

46 aacttcaaga tccgccacaa, catcgaggac ggcagcgtgc agctcgccga ccactaccag 840 

47 cagaacaccc ccatcggcga cggccccgtg ctgctgcccg acaaccacta cctgagcacc 900 

48 cagtccgccc tgagcaaaga ccccaacgag aagcgcgatc acatggtcct gctggagttc 960 

49 gtgaccgccg ccgggatcac tctcggcatg gacgagctgt acaagtaaag cggccgctct 1020 

50 agaactagtg gatcccccgt accatggaag acgccaaaaa cataaagaaa ggcccggcgc 1080 

51 cattctatcc gctagaggat ggaaccgctg gagagcaact gcataaggct atgaagagat 1140 

52 acgccctggt tcctggaaca attgctttta cagatgcaca tatcgaggtg aacatcacgt 1200 

53 acgcggaata cttcgaaatg tccgttcggt tggcagaagc tatgaaacga tatgggctga 1260 

54 atacaaatca cagaatcgtc gtatgcagtg aaaactctct tcaattcttt atgccggtgt 1320 

55 tgggcgcgtt atttatcgga gttgcagttg cgcccgcgaa cgacatttat aatgaacgtg 1380 

56 aattgctcaa cagtatgaac atttcgcagc ctaeegtagt gtttgtttcc aaaaaggggt 144 0 

57 tgcaaaaaat tttgaacgtg caaaaaaaat taccaataat ccagaaaatt attatcatgg 1500 

58 attctaaaac ggattaccag ggatttcagt cgatgtacac gttcgtcaca tctcatctac 1560 

59 ctcccggttt taatgaatac gattttgtac cagagtcctt tgatcgtgac aaaacaattg 1620 

60 cactgataat gaactcctct ggatctactg ggttacctaa gggtgtggcc cttccgcata 1680 

61 gaactgcctg cgtcagattc tcgcatgcca gagatcctat ttttggcaat caaatcattc 1740 

62 cggatactgc gattttaagt gttgttccat tccatcacgg ttttggaatg tttactacac 1800 

63 tcggatattt gatatgtgga tttcgagtcg tcttaatgta tagatttgaa gaagagctgt 1860 

64 ttttacgatc ccttcaggat tacaaaattc aaagtgcgtt gctagtacca accctatttt 1920 

65 cattcttcgc caaaagcact ctgattgaca aatacgattt atctaattta cacgaaattg 1980 

66 cttctggggg cgcacctctt tcgaaagaag tcggggaagc ggttgcaaaa cgcttccatc 2040 

67 ttccagggat acgacaagga tatgggctca ctgagactac atcagctatt ctgattacac 2100 

68 ccgaggggga tgataaaccg ggcgcggtcg gtaaagttgt tccatttttt gaagcgaagg 2160 

69 ttgtggatct ggataccggg aaaacgctgg gcgttaatca gagaggcgaa ttatgtgtca 2220 

70 gaggacctat gattatgtcc ggttatgtaa acaatccgga agcgaccaac gccttgattg 2280 

71 acaaggatgg atggctacat tctggagaca tagcttactg ggacgaagac gaacacttct 2340 

72 tcatagttga ccgcttgaag tctttaatta aatacaaagg ataccaggtg gcccccgctg 2400 

73 aattggagtc gatattgtta caacacccca acatcttcga cgcgggcgtg gcaggtcttc 2460 

74 ccgacgatga cgccggtgaa cttcccgccg ccgttgttgt tttggagcac ggaaagacga 2520 

75 tgacggaaaa agagatcgtg gattacgtcg ccagtcaagt aacaaccgcc aaaaagttgc 2580 

76 gcggaggagt tgtgtttgtg gacgaagtac cgaaaggtct taccggaaaa ctcgacgcaa 2640 

77 gaaaaatcag agagatcctc ataaaggcca agaagggcgg aaagtccaaa ttgtaaaatg 2700 

78 taactgtatt cagcgatgac gaaattctta gctattgtaa tactctaggg gctgcaggaa 2760 

79 ttcgatatca agcttatcga taccgtcgac ctcgaggggg ggccctttcg tctcgcgcgt 2820 

80 ttcggtgatg acggtgaaaa cctctgacac atgcagctcc cggagacggt cacagcttgt 2880 

81 ctgtaagcgg atgccgggag cagacaagcc cgtcagggcg cgtcagcggg tgttggcggg 2940 

82 tgtcggggct ggcttaacta tgcggcatca gagcagattg tactgagagt gcaccatatg 3000 

83 cggtgtgaaa taccgcacag atgcgtaagg agaaaatacc gcatcaggcg gccttaaggg 3060 

84 cctcgtgata cgcctatttt tataggttaa tgtcatgata ataatggttt cttagacgtc 3120 

85 aggtggcact tttcggggaa atgtgcgcgg aacccctatt tgtttatttt tctaaataca 3180 

86 ttcaaatatg tatccgctca tgagacaata accctgataa atgcttcaat aatattgaaa 3240 

87 aaggaagagt atgagtattc aacatttccg tgtcgccctt attccctttt ttgcggcatt 3300 

88 ttgccttcct gtttttgctc acccagaaac gctggtgaaa gtaaaagatg ctgaagatca 3360 

89 gttgggtgca cgagtgggtt acatcgaact ggatctcaac agcggtaaga tccttgagag 3420 

90 ttttcgcccc gaagaacgtt ttccaatgat gagcactttt aaagttctgc tatgtggcgc 3480 

91 ggtattatcc cgtattgacg ccgggcaaga gcaactcggt cgccgcatac actattctca 3540 

92 gaatgacttg gttgagtact caccagtcac agaaaagcat cttacggatg gcatgacagt 3600 

93 aagagaatta tgcagtgctg ccataaccat gagtgataac actgcggcca acttacttct 3660 
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94 gacaacgatc ggaggaccga aggagctaac cgcttttttg cacaacatgg gggatcatgt 3720 

95 aactcgcctt gatcgttggg aaccggagct gaatgaagcc ataccaaacg acgagcgtga 3780 

96 caccacgatg cctgtagcaa tggcaacaac gttgcgcaaa ctattaactg gcgaactact 3840 

97 tactctagct tcccggcaac aattaataga ctggatggag gcggataaag ttgcaggacc 3900 

98 acttctgcgc tcggcccttc cggctggctg gtttattgct gataaatctg gagccggtga 3960 

99 gcgtgggtct cgcggtatca ttgcagcact ggggccagat ggtaagccct cccgtatcgt 4020 

100 agttatctac acgacgggga gtcaggcaac tatggatgaa cgaaatagac agatcgctga 4080 

101 gataggtgcc tcactgatta agcattggta actgtcagac caagtttact catatatact 4140 

102 ttagattgat ttaaaacttc atttttaatt taaaaggatc taggtgaaga tcctttttga 4200 

103 taatctcatg accaaaatcc cttaacgtga gttttcgttc cactgagcgt cagaccccgt 4260 

104 agaaaagatc aaaggatctt cttgagatcc tttttttctg cgcgtaatct gctgcttgca 4320 

105 aacaaaaaaa ccaccgctac cagcggtggt ttgtttgccg gatcaagagc taccaactct 4380 

106 ttttccgaag gtaactggct tcagcagagc gcagatacca aatactgtcc ttctagtgta 4440 

107 gccgtagtta ggccaccact tcaagaactc tgtagcaccg cctacatacc tcgctctgct 4500 

108 aatcctgtta ccagtggctg ctgccagtgg cgataagtcg tgtcttaccg ggttggactc 4560 

109 aagacgatag ttaccggata aggcgcagcg gtcgggctga acggggggtt cgtgcacaca 4620 

110 . gcccagcttg gagcgaacga cctacaccga actgagatac ctacagcgtg agctatgaga 4680 

111 aagcgccacg cttcccgaag ggagaaaggc ggacaggtat ccggtaagcg gcagggtcgg 4740 

112 aacaggagag cgcacgaggg agcttccagg gggaaacgcc tggtatcttt atagtcctgt 4800 

113 cgggtttcgc cacctctgac ttgagcgtcg atttttgtga tgctcgtcag gggggcggag 4860 

114 cctatggaaa aacgccagca acgcggcctt tttacggttc ctggcctttt gctggccttt 4920 

115 tgctcacatg ttctttcctg cgttatcccc tgattctgtg gataaccgta ttaccgcctt 4980 

116 tgagtgagct gataccgctc gccgcagccg aacgaccgag cgcagcgagt cagtgagcga 5040 

117 ggaagcggaa g 5051 

119 <210> SEQ ID NO: 2 

120 <211> LENGTH: 239 

121 <212> TYPE: PRT 

122 <213> ORGANISM: Unknown 

123 <220> FEATURE: 

124 <223> OTHER INFORMATION: source of GFP unknown 

125 <400> SEQUENCE: 2 
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157 <210> SEQ ID NO: 3 

158 <211> LENGTH: 550 

159 <212> TYPE: PRT 

160 <213> ORGANISM: Unknown 

161 <220> FEATURE: 

162 <223> OTHER INFORMATION: source of firefly lucif erase unknown 

163 <400> SEQUENCE: 3 
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450 










455 










460 










222 


Phe 


Asp 


Ala 


Gly 


Val 


Ala 


Gly 


Leu 


Pro 


Asp 


Asp 


Asp 


Ala Gly 


Glu 


Leu 


223 


465 










470 










475 










480 


224 


Pro 


Ala 


Ala 


Val 


Val 


Val 


Leu 


Glu 


His 


Gly 


Lys 


Thr 


Met 


Thr 


Glu 


Lys 


225 










485 










490 










495 




226 


Glu 


He 


Val 


Asp 


Tyr 


Val 


Ala 


Ser 


Gin 


Val 


Thr 


Thr 


Ala 


Lys 


Lys 


Leu 


227 








500 










505 










510 






228 


Arg 


Gly 


Gly 


Val 


Val 


Phe 


Val 


Asp 


Glu 


Val 


Pro 


Lys 


Gly Leu 


Thr Gly 


229 






515 










520 










525 








230 


Lys 


Leu 


Asp 


Ala 


Arg 


Lys 


He 


Arg 


Glu 


He 


Leu 


He 


Lys 


Ala 


Lys 


Lys 


231 




530 










535 










540 










232 


Gly 


Gly 


Lys 


Ser 


Lys 


Leu 























233 545 550 

235 <210> SEQ ID NO: 4 

236 <211> LENGTH: 286 

237 <212> TYPE: PRT 

238 <213> ORGANISM: Unknown 

239 <220> FEATURE: 

240 <223> OTHER INFORMATION: source of beta- lactamase unknown 

241 <400> SEQUENCE: 4 

242 Met Ser He Gin His Phe Arg Val Ala Leu He Pro Phe Phe Ala Ala 

243 1 5 10 15 
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